A e RE OB
(Department of Bacteriology)

LEMRIRERX

1) FRAZR

. Ariyoshi W*, Usui M*, Sano K*, Kawano A*, Okinaga T, Nakashima K*, Nakazawa K**, Nishihara

T. 3D spheroid culture models for chondrocytes using polyethylene glycol-coated microfabricated
chip. Biomed Res 2020 ; 41(4) : 187-197

Enomoto A, Nambu T, Kashiwagi T, Okinaga T, Baba S. Impact of short-term saliva storage
at room temperature on the microbial composition. J Osaka Dent Univ 2020 ; 54 (1) : 73-81.

Maruyama H, Prieto E®, Nambu T, Mashimo C, Kashiwagi K, Okinaga T, Atomi H™, Takeyasu

K*'. Different proteins mediate step-wise chromosome architectures in Thermoplasma acidophilum

and Pyrobaculum calidifontis. Front Microbiol 2020 ; 11 : doi : 10. 3389/fmich. 2020. 01247
(17pages) .

Masago A, Maruyama H, Nambu T, Mashimo C, Takahashi K. Influence of tongue brushing on
oral microbiome diversity. J Osaka Dent Univ 2020 ; 54(2) : 205-212.

Maruyama H, Tsukamoto S*, Toujo H*, Nambu T, Mashimo C, Okinaga T. Impact of a web
based review quiz on the learning outcomes of dental hygiene students in Japan. J Osaka Dent Univ
2020 ; 54(2) : 239-244.

. Maruyama H, Masago A, Nambu T, Mashimo C, Okinaga T. Amplicon sequence variant based

oral microbiome analysis using QIIME 2. J Osaka Dent Univ 2020 ; 54(2) : 273-281.

. AsoH, MaedaH, Nambu T, Okinaga T, Shida M. Identification of MMP-like protein from Streptococcus

mitis. WJARR 2020 ; 8(3) : 154-161.

*2

*3

*4

U BRI

AT T ST R

University of the Philippines Diliman
HAHR T

o R R 1T A



